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REMARKS 

Applicants note that claims 1-137 are correctly indicated as pending in the 
Office Action Summary. These claims stand subject to a restriction requirement 
based on said Official Action. Entry of the foregoing amendments, reconsideration 
and reexamination of the subject application, as amended, pursuant to and 
consistent with 37 C.F.R. § 1 .1 12, and in light of the remarks which follow, are 
respectfully requested. 

It is noted at the outset that claims 22, 32, 47, 87, 100 and 109 have been 
canceled and claims 2, 3, 4, 5, 6, 7, 9, 10, 11, 12, 15-18, 20, 23-25, 27-31. 33-35, 
46, 48-50, 52, 54, 56-59, 73, 76, 78-80, 82, 84-86, 88 T 90, 99, 101-103, 107, 110- 
112 and 127-136 have been amended herein. The claims have been amended to 
correct grammatical errors and to recite specific fragments of the integrin a10 
including cytoplasmic domain, the l-domain and the spliced domain. Basis for the 
amendments to the claims may be found throughout the specification and claims as 
filed, especially on page 2, lines 7-18 and page 8, lines 17-37. Applicants reserve 
the right to file a continuation or division application to pursue the subject matter of 
the canceled claims. No prohibited new matter is believed to have been introduced 
by this Amendment. 

I. Election 

Applicants provisionally elect Group I (claims 1 , 22-25, 76 and 126, drawn to 
recombinant or isolated collagen binding integrin subunit a 10 comprising the amino 
acid of SEQ ID NO:2), with travAi-aA, to comply with the requirements of a complete 
response to the restriction. 

As Group I has been elected, with regard to species, Applicants 
provisional l y elect the amino acid sequence from about amino acid No. 140 to 
about amino acid No. 337 of SEQ ID NO:2 (as recited in claim 25), with trav^rso 

Applicants request withdrawal of the restriction or at least modification of the 
restriction in light of the provisional election arguments set forth below. 
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li. Traversal 

Applicants have amended the claims to recite fragments of the integrin a10 
including the cytoplasmic domain, the l-domain and the spliced domain. The 
amendments to the claims is not an admission by Applicants that the subject matter 
of those claims was distinct or independent or lacks a special technical feature. The 
amendments are merely submitted in an effort to expedite prosecution of the 
application. Based on this response, Applicants respectfully request at least 
reconsideration of the restriction requirement, and provide the following comments. 

First Applicants address the Restriction Requirement itself, with regard to the 
proper standard which should be applied to the present claims. Then. Applicants 
address the claims themselves. 

Restriction Pmrtira for Nati onal Phase- Applicatinns 

The instant application Is a national phase application of an International PCT 
Application. Therefore, 37 C.F.R. §§ 1.499, 1.475, 1.143 and 1.144 apply. 
Restrict i on nractjfift unde r 35 U. S . C . § 1 2 1 and its associated rules , do nnt apply 
See M.P.E.P. § 1895.01. Unity of invention is fulfilled only when there is a technical 
relationship among those inventions involving one or more of the same or 
corresponding special technical features. 37 C.F.R. § 1.475. The expression 
"special technical features" shall mean those technical features that define a 
contribution which each of the claimed inventions, considered as a whole, makes 
over the prior art. Id. 

The Office Action states that "... the invention of Group III was found to have 
no special technical feature that defined the contribution over the prior art of Hillier et 
al. (GenBank Accession No. N72734, 1996) (see entire document and the sequence 
alignment in particular). Hilliar et al. teach a 447 nucleotide fragment of claimed . 
SEQ ID NO:1 at positions (NA 3025-3295), a pT7T3D vector and a DH10B host 
cell". (Paper No. 12, page 14, para. 5). Applicants assert that beyond this quoted 
conclusion, no reasoning or explanation was provided in the Office Action as to how 
the prior art applies to the original claimed invention beyond its application to Group 
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III, or why the claims have been restricted. This statement certainly fails to explain 
why the present invention was restricted into 123 different Groups. The grounds for 
the conclusion as to why the claims are distinct has not been set forth. Under 
M.P.E.P § 816, this is required ('The particular reasons relied on by the examiner for 
holding that the inventions as claimed are either independent or distinct should be 
concisely stated. A mere statement of conclusion is inadequate."). 

As Applicants have traversed the rejection, Applicants note for the record the 
following regarding the instant restriction requirement. Under M.P.E.P. § 803, a 
restriction is proper if the subject matter can be restricted into one of two or more 
claimed inventions, and these inventions are either independent (M.P.E.P. § 806.04) 
or distinct (M.P.E.P. § 806.05). However, the second element for a restriction 
requirement to be proper is that if the search and examination of an entire 
application can be made without serious burden, the examiner must examine it on 
the merits, even though it includes claims to Independent and distinct inventions. 
Furthermore, the Office has not set forth an explanation of how a search of the 
claimed invention would be burdensome. Accordingly, Applicants assert that a 
proper restriction under M.P.E.P. § 803 has not been set forth with regard to the 
originally presented claims, the elections herein are provisional. The restriction 
should be withdrawn or, at th© very least, reconsidered. 

Hillier afa|, 

The Office Action cites Hillier et al. in support of the Restriction Requirement, 
stating *. . . the invention of Group III was found to have no special technical feature 
that defined the contribution over the prior art of Hillier et al. (GenBank Accession 
No. N72734. 1996) (see entire document and the sequence alignment in particular), 
Hilliar et al. teach a 447 nucleotide fragment of claimed SEQ ID NO:1 at positions 
(NA 3025-3295), a pT7T3D vector and a DH10B host cell". With regard to Hillier et 
al., Applicants submit that GenBank sequence disclosed by Hillier et al, does not 
read on the complete a10 subunit sequences of the claimed invention.. Rather, 
Hillier et al. merely recite a sequence fragment. Further, Hillier et al. do not teach 
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the biological activity of the disclosed sequence. Hillier et at. only disclose that the 
sequence is derived from human multiple sclerosis lesions. There is no indication 
that the cited fragment shares any biological activity in common with the claimed 
sequences or any indication that the fragment of Hillier et al. relates to the claimed 
sequences comprising the a10 subunit with or without the splicing region. Thus, the 
claims of the present invention share technical features that define a contribution 
over the art. However, in the interest of expediting prosecution, the claims have 
been amended herein to recite specific fragments of the a10 subunit. 

Applicants respectfully submit that all of the claims qf the present invention, in 
all 123 Groups, form one single invention concept and share a technical relationship, 
that of the integrin subunit a10. The claims of the present invention are all directed 
to isolated polypeptides and polynucleotides of a10, methods of making the 
polypeptides of a10. binding entities of aio and recombinant or isolated integrin 
heterodimers comprising a10 and methods of using a10 as a marker or target. 
Accordingly, a special technical feature exists at least with all of the claims. 

However, in the interest of expediting prosecution, Application invite the 
Examiner to consider the rejoinder of certain Groups, if all 123 Groups are not 
rejoined, and provide the following comments to that regard. 

First, Applicants request that the claims directed to the amino acid sequences 
and those directed to nucleic acid sequences be examined together. Applicants 
submit that the amino acids sequences and the nucleic acid sequences of the 
claimed invention share the same technical features by definition, as the nucleic acid 
sequences encode for their corresponding amino acid sequences. Similarly, by 
having possession of the amino acid sequences, the skilled artisan would by 
definition have possession of the corresponding nucleotide sequences. Thus, 
Applicants submit that the technical features that define a contribution which the 
claimed inventions, considered as a whole, makes over the prior art are shared by 
both the amino acid and nucleic acid sequences, and thus the unity of .invention 
requirement is met. Further, there is additional burden placed on the Examiner for 
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searching both types of sequences,, as by searching one, the Examiner will by 
definition have searched the other. 

Next, Applicants respectfully request that those groups concerning the full 
length a10 amino acid sequence be rejoined (i.e., those Groups concerning SEQ ID 
NO:2, Group I, as well as Groups III, VI, VIII, X, XII, XIV, XVI, XVIII, XIX, XXIII, XXV, 
XXVI, XXVII, XXVII. XXVIII, XXIX, XXXV, XXXVIII, XXXIX, XL, XLII, XLV, XLVI, 
XLVII, XLIX, Lll, LIII, LIV, LV, LVII, LVIII, LIX, LXI, LXXIV, LXXVI, LXXIX, LXXX, 
LXXXI, LXXXIII, LXXXVI, LXXXVII, LXXXVIII, XC, XCI, XCII and XCIV). Applicants 
submit that the technical features that define a contribution which the claimed 
inventions, considered as a whole, make over the prior art pre shared by these 
Groups, i.e., all these Groups relate to the integrin a10 sequence and methods of 
using it. Applicants also request that those groups concerning the a10 sequence 
without the splice region be rejoined [i.e., those Groups concerning SEQ ID NO:4, 
Group II, as well as Groups IV, VII, IX, XI, XIII, XV, XVII, XX, XXI, XXIV, XXX, XXXI, 
XXXII, XXXIII, XXXIV, XXXVI. XLI, XUIl, XLVIII, L, LX. LXII, LXIV. LXXV, LXXVII, 
LXXXll, LXXXIV, XClll and XCV). Applicants submit that the technical features that 
define a contribution which the claimed inventions, considered as a whole, make 
over the prior art are shared by these Groups, i.e., all these Groups relate to the 
integrin a10 sequence, without the splice region, and methods of using it. 

Applicants further invite the Examiner to consider the rejoinder of the 
following Groups of claims. 

Applicants request the rejoinder of the claims directed to polypeptides of the 
invention with the claims directed to methods/processes of providing an integrin 
subunit (Groups XIX, XXI, XXII) or specific fragments thereof (Groups XXXVIII, 
XXXIX, XXXVII). Similarly, Applicants request the rejoinder of the claims directed to 
polypeptides of the a10 subunit with the claims directed to methods of using the a10 
subunit (Groups XL, XLII, XLV. XLVI, XLI, XUIl, XUV), 

Applicants further request rejoinder of those claims directed to binding 
entities, with those claims directed to methods of using the binding entities (XLVII, 



Received from < 703+836+2021 > at 7114/03 4:51:00 PM [Eastern Daylight Time] 



FROM BDSM 703 836 2021 



(MON) 7. 14' 03 17:19, 17: 08/NO. 4260034592 P 29 



Application No. 09/647.544 
Attorney's Docket No. QQ33nn-fiftfi 

Page 26 

XLIX, Lll, Llll, XLVIII, L, LXII, LXl and LI) and methods of detecting binding entities 
(LXV and LXVI). 

Similarly, the claims directed to polypeptides of the a10 subunit may be 
rejoined with the claims directed to methods of using the a10 subunit, with or without 
the (5 subunit for purposes of determining different stages of cell development 
(Groups LV, LVII, LVIII and LVI), methods of detecting the q10 subunit (Groups LIV), 
methods of using the a10 subunit as a marker or target (LIX, LX). 

Applicants request the rejoinder of Groups VI, VIII, X, XII, XIV and XVI. 
These Groups all concern binding entities which can specifically bind to the a10 
subunit of SEQ ID NO:2. The Office Action has restricted the Groups bases on the 
binding entity of use. However, Applicants note that the binding entities in question, 
proteins, carbohydrates, antibodies, peptides, lipids and ligands are technically all 
ligands. Further, a binding entity is by definition a protein. To this end Applicants 
also request the rejoinder of Groups VII, IX, XI, XIII, XV and XVII, which all concern 
binding entities which can specifically bind to the a10 subunit of SEQ ID NO:4. 

Thus, at least for the reasons addressed above, Applicants request 
reconsideration of the restriction. 

III. Election of Spft«ift« 

The Office Action states that Applicants must elect a species to which claims 
will be restricted if no generic claim is held to be allowable. 

Applicants disagree regarding the distinctness of the fragments of the a10 
subunit relative to the invention, i.e., all are part of the a10 subunit. Moreover, 
Applicants assert that there would be no undue burden to search all the fragments, 
as the entire a10 sequence has already been searched. 

Again, Applicants state that restriction practice In both international and 
national stage applications is determined under unity of invention principles as set 
forth in 37 C.F.R. §§ 1.475 and 1.499 as discussed above. Restriction practice 
under 35 U.S.C. § 121 is not applicable to either international or national stage 
applications. 
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Regarding the search and examination of these four compounds, Applicants 
direct the Examiner's attention to M.P.E.P. § 803 which states: "If the search and 
examination of an entire application can be made without serious burden, the 
examiner must examine it on the merits, even though it includes claims to 
independent and distinct inventions." No basis as to why a search of these 
categories would be burdensome, let alone seriously burdensome, was set forth in 
the action. Accordingly, Applicants respectfully request withdrawal of the restriction. 



This is believed to be in full response to the outstanding Restriction 
Requirement. Should any issues remain outstanding or if there are any questions 
concerning this paper, or the application in general, the Examiner is invited to 
telephone the undersigned at the Examiner's earliest convenience. 



CO NCI II Sit O M - 



Respectfully submitted, 



Burns, Doane, Swecker & Mathis, L.L.P. 




Registration No. 45,904 



P.O. Box 1404 

Alexandria, Virginia 22313-1404 
(703) 836-6620 



Date: October 10, 2001 
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Attachment to Amendment and Rep ly to Restriction Rpqii | rf » mf > n f 
Marked-up Claims 2, 3, 4, 5, 6, 7, 9, 10, 11, 12, 15-18, 20, 23-25, 27-31, 33-35, 46, 
48-50, 52, 54, 56-59, 73, 76, 78-80, 82, 84-86, 88-90, 99, 101-103, 107, 110-112 

and 127-136 

2. (Twice Amended) A process of producing a recombinant integrin 
subunit crtO comprising essentially the amino acid sequence shown in SEQ ID No. 2 
or SEQ ID No. 4 or homologues [or fragments] thereof or a fra gment s^lpp^d . fr ^ m 
the group Consisting Of the CVtnnlasmir: domain th* l-dnmain and th* splirad 

domain, having essentially the same biological activity, whjph process comprises the 
steps of 

a) isolating a polynucleotide comprising a nucleotide sequence coding for 
an integrin subunit a10, or homologues [or fragments] thereof or a fragment having 
essentially the same biological activity, 

b) constructing an expression vector comprising the isolated 
polynucleotide, 

c) transforming a host cell with said expression vector. 

d) culturing said transformed host cell in a culture medium under 
conditions suitable for expression of integrin subunit a10. or homologues or I domain 
or fragment[s] thereof having essentially the same biological activity, in said 
transformed host cell, and, optionally. 

e) isolating the integrin subunit a1 0, or homologues or fragments thereof 
having essentially the same biological activity, from said transformed host cell or 
said culture medium; 

Wherein thfi fragment is selected from thq_ gEoup consisting of the rytopiasmir 
domain, the l-domain and thp splj ced domain 

3. (Amended) A process of providing an integrin subunit a10, or 
homologues or fragments] thereof having essentially the same biological activity, 
whereby said subunit is isolated from a cell in which it is naturally present; 
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Wherein the fragment is selected from the group consisting of the cytoplasmic 
domain, the l-domain and the s pliced dogy^ 

4. (Twice Amended) An isolated polynucleotide comprising a nucleotide 
coding for an integrin subunit a10, or for homologues or fragments] thereof having 
essentially the same biological activity, which polynucleotide comprises essentially 
the nucleotide sequence shown in SEQ ID No. 2 or SEQ ID No. 4 or suitable parts 
thereof; 

w h ere i n the fragment i s selected from thy group consistin g of the cytoplasmic 
domain, the [-domain and the spliced domain 

5. (Amended) An isolated polynucleotide or oligonucleotide which 
hybridises to a DNA or RNA coding for an integrin subunit a10, or for homologues or 
fragments] thereof having essentially the same biological activity, wherein said 
polynucleotide or oligonucleotide fails to hybridise to a DNA or RNA encoding an 
integrin subunit a1; 

wherein the fragment is selected f rom the group consisting of the cytoplasmic 
domain, the l-domain and the spliced domain 

6. (Twice Amended) A vector comprising a polynucleotide or 
oligonucleotide coding for an integrin subunit a10, or for homologues or fragments] 
thereof having essentially the same biological activity, which polynucleotide or 
oligonucleotide comprises essentially the nucleotide sequence shown in SEQ ID No. 
2 or SEQ ID No. 4 parts thereof; 

Wherein t he fragment is selected from the group consisting of the cytoplasmic 
domain, the l-domain and the spli rad domain 

7. (Amended) A vector comprising a polynucleotide or oligonucleotide 
which hybridises to a DNA or RNA coding for an integrin subunit alO, or for 
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homologues or fragments] thereof, wherein said polynucleotide or oligonucleotide 
fails to hybridise to a DNA or RNA encoding an;integrin subunit a1; 

wherein the fragment is selected from the gro u p consistin g of the r.y tnpias m ic 

domain, the l-domain and the spli ced domain 

9. (Twice Amended) A cell generated by steps a) to d) of the process as 
defined in claim 2, in which a polynucleotide or oligonucleotide coding for an integrin 
subunit a10, or for homologues or fragment[s] thereof having essentially the same 
biological activity, which polynucleotide or oligonucleotide comprises the nucleotide 
sequence shown in SEQ ID No. 2 or SEQ ID No. 4 onparts. thereof, has been stably 
integrated in the cell genome: 

Wherein the fragment is selertgd frnm the group consisting nf the ftytoplasmir; 
domain, the l-domain and the spliced dnrr piin 

10. (Twice Amended) Binding entities having the capability of binding 
specifically to an integrin subunit a10 comprising the amino acid sequence of SEQ 
ID No. 2 or SEQ ID No. 4, or to homologues or fragments] thereof; 

wherein the fragment is selerted frnm the group nnnfiisting of the rytnplflfim ic. 
domain, the l-domain and thft splirari rinm^p 

1 1 . (Amended) Binding entities according to claim 1 0, which are chosen 
from the group comprising proteins, peptides, carbohydrates, lipids, and natural 
integrin binding ligands, and fragments thereof. 

12. (Amended) Binding entities according to claim 10, which are 
polyclonal or monoclonal antibodies, or fragments thereof. 

1 3. (Twice Amended) A recombinant or isolated integrin heterodimer 
comprising a subunit a10 and a subunit b, in which the subunit a10 comprises 
essentially the amino acid sequence shown in SEQ ID No. 2 or SEQ ID No. 4, and 
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homologues and a fragments] thereof having essentially the same biological 
activity; 

wherein the fragment is sorted frnm tho qm,.p ^ n ^ jstinn nf thA nytnpi ag ^j r 
domain, tha l-Hnmain and thfi splirerl HrvT^jn 

1 5. (Twice Amended) A process of producing a recombinant Integrin 
heterodimer comprising a subunit a10 and a subunit p, in which the subunit a10 
comprises essentially the amino acid sequence shown in SEQ ID No. 2 and SEQ ID 
No. 4, homologues and a fragments] thereof having essentially the same biological 
activity, which process comprises the steps of 

a) isolating one polynucleotide comprising a nucleotide sequence coding 
for a subunit alO of an integrin heterodimer and, optionally, another polynucleotide 
comprising a nucleotide sequence coding for a subunit 0 of an integrin heterodimer, 
or polynucleotides or oligonucleotides coding for homologues or fragments] thereof 
having essentially the same biological activity, 

b) constructing an expression vector comprising said isolated 
polynucleotide coding for said subunit crtO optionally in combination with an 
expression vector comprising said isolated nucleotide coding for said subunit p, 

c) transforming a host cell with said expression vector or vectors, 

d) culturing said transformed host cell iri a culture medium under 
conditions suitable for expression of an integrin heterodimer comprising a subunit 
a10 and a subunit p, or homologues or fragments] thereof having essentially the 
same biological activity, in said transformed host cell, and, optionally, 

e) isolating the integrin heterodimer comprising a subunit a10 and a 
subunit 0, or homologues or fragments] thereof having essentially the same 
biological activity, or the a10 subunit thereof from said transformed host cell or said 
culture medium: 

Whftrftjn thft fragment is selected from the group rnnstetinn nf tha ^ytftp l aftmm 
domain, the l-rinmain and the splirpri dom ain 
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1 6. (Amended) A process of providing a integrin heterodimer comprising a 
subunit a10 and a subunit p, or homologues or fragments] thereof having 
essentially the same biological activity, whereby said integrin heterodimer is isolated 
from a cell in which it is naturally present 

Where i n thO fragment is Sftleoted fmm th g group consisting of thft cytoplasmic 
domain, the l-domain and thft gpl joeri domain 

1 7. (Twice Amended) A cell containing a first vector, said first vector 
comprising a polynucleotide or oligonucleotide coding for a subunit a10 of an 
integrin heterodimer, or for homologues or parts thereof haying essentially the same 
biological activity, which polynucleotide or oligonucleotide comprises essentially the 
nucleotide sequence shown in SEQ ID No. 2 or SEQ ID No. 4 or parts thereof, and a 
second vector, said second vector comprising a polynucleotide or oligonucleotide 
coding for a subunit p of an integrin heterodimer, or for homologues or fragments] 
thereof having essentially the same biological activity; 

Wherein thfl fmnmftnt is Sftlertari from th e group co nsisting of thft cytoplasmic 
domain the l-domain and th<* splirari Hnmajn 

18. (Amended) Binding entities having the capability of binding specifically 
to an integrin heterodimer comprising a subunit a10 and a subunit p, or to 
homologues or fragments] thereof having essentially the same biological activity, or 
an subunit a10 thereof, having essentially the same biological activity; 

Wherein thft fragment IS selected frnm the group oonsistinq nf th* rytr.p lasrn.ir 
domain the l-domain and tha sp lioftri Hnmain 

20. (Twice Amended) Binding entities according to claim 18, which are 
chosen among the group comprising proteins, peptides, carbohydrates, lipids, and 
natural integrin binding ligands, and fragments thereof. 
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23. (T wice Amended) A fragment [according to claim 22] nf the intpg rjn 
subunitalQ , [which is] wherein th« fragment | B a peptide comprising the amino acid 
sequence SEQ ID No. 7. 

24. (Twice Amended) A fragment [according to claim 22] nf thg inte 0 r io 
subunit qlfl , [which is] wherein thp fr^ qmftn f th*> amino aeid sequence from about 
amino acid No. 952 to about amino acid no. 986 of SEQ ID No. 2. 

25. (Twice Amended) A fragment [according to claim 22] nfthp mi^ T \ n 
subunitOlO , [Which is] wharein Hi* fr^n^nt n the amino acid sequence from about 
amino acid No. 140 to about amino acid no. 337 of SEQ ID No. 2. 

26. (Twice Amended) A method of producing a fragment of the integrin 
subunit a1 0 wherein th ft fragment is sal^ri from tha prmip flnnwtetlnp nf fh ft 
c ytoplasmic domain t he l-domai n a n d t he splir-aH Hnrrmin frft defined in claim 22], 
which method comprises a sequential addition of amino acids containing protective 
groups. 

27. (Twice Amended) A polynucleotide or oligonucleotide coding for a 
fragment selected from th<=> fflrnnp mnsisting p f th* cytoplasmic domain thft |-r<o m ^j n 
a nd the spl i ced domain of the integrin subunit a10 [as defined in claim 22]. 

28. (T wice Amended) Binding entities having the capability of binding 
specifically to a fragment of the human integrin subunit o1Q wherein th* fr* n mqn t - m 
S e l ected from tha group consisting of thft r.ytr>pl*sm ir. domain the l-rinmain anrt thft 

spliced domain [as defined in claim 22]. 

29. (Amended) Binding entities according to claim 28, which are chosen 
from the group comprising proteins, peptides, carbohydrates, lipids, and natural 
integrin binding ligands, and fragments thereof. 
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30. (Amended) Binding entities according to claim 28, which are 
polyclonal or monoclonal antibodies, or fragments thereof. 

31 . (Thrice Amended) A method of using an integrin subunit a10 in vitro 
comprising using the amino acid sequence shown in SEQ ID No. 2, SEQ ID No. 4, 
or an integrin heterodimer comprising said subunit a1 0 and a subunit p, or a 
homologue or fragment of said integrin or subunit having essentially the same 
biologically activity, as a marker or target molecule of cells or tissues expressing 
said integrin subunit a10. wherein the cells or tissues are of animal including human 
origin; 

Wherein thft fragment is SBlerterl fmm the flm.ip i n sisting nf thg q/tnplaftmir 
domain, the l-dnmai^ pnH th.ff «jp|jr; erl Hr>m a | n 

33. (Thrice Amended) A method of usino an integri n subunit nin in vHm 
compris i ng using the amin o acid sem i e nre shown , P sfq in K| 0 , 2. sfq in Mn 4 
QL an integrin heterodimer com prisin g s a id subunit nip and a snhnnit p ^r_a 
h PmolOCIIIft or fragment Of said integr i n nr snhnnit havinn PssPntlally thp samg 
biQlQQirallV activity as a manW nr tap^t m n|p r , ,|* nf nr tiss. »vp rf ^i n j 
said integrin subgnit qjO , wherein the cells or tissue are of animal including human, 
Qrisin (The method of claim 31 j. whereby said fragment is a peptide comprising the 
amino acid sequence SEQ ID NO: 7. 



34. (Thrice Amended) A mftthnri nf usinn an inteorin snhnnit a10 in vitr$ 

comprising nsinn thfi am i no add sagi^n re shnwn in sfq in Nn 0 sfq in a 
or gp integrin heterodimer oomorisinn said snhnnit ni p and a subunit p nr a 
hQmolog . i ifi. pr fr ag ment n L said intenrin nr suhunit having ft S sftntmii y th» g amfa 

b i PlQflinally activity, as a marker or taroAt nin ^ te of rails nr tiss. ire ftypr»««j n3 
s a i d integrin suhunit q1Q wherein the ce ll s or tiss ues are of animal innlnd jnr j h nmon 

onm Uhe method of claim 31], whereby said fragment comprises the amino acid 
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sequence from about amino acid no. 952 to about amino acid no. 986 of No. of SEQ 
ID NO: 2. . 

35. (Thrice Amended) A method n f using an ipreqrin si jpimi t oiO in y lfrn 
comprising us i nq i he amino acid s^Man™ F hnw n j n rfq in No 2 sfo tn ^ 4 
pr an integrin hefemriimpr comprising said suhnnit gio and a suhunit p. or a 
homologim or fmnment of said intenrin or suhnnit havin n essentially th* s p, mf , 
biologically activity, as a marker nrtampt moi^i* nf r O n 0 r> r ti gg ., ft o ^p rp^inp 
s aid integrin subunit ai o. wherein the ceiis ™ tissues ara nf anim ^ i including h. .m^n 
Origin |The method of claim 31], whereby said fragment comprises the amino acid 
sequence from about amino acid no. 140 to about amino acid no. 337 of SEQ ID 
NO: 1. 

46. (Thrice Amended) A method of using binding entities having the 
capability of binding specifically to an integrin subunit a10 in vitro, comprising using 
an amino acid sequence shown in SEQ ID NO: 2 or SEQ ID NO: 4, or an integrin 
heterodimer comprising said subunit a10 and a subunit or to homologues or 
fragment^] thereof having essentially the same biological activity, as markers or 
target molecules of cells or tissues expressing said integrin subunit a10, wherein the 
cells or tissues are of animal including human origin; 

Where i n thft fragment is RftlP OtPtl f ro m t h e n r nn p consisting of thfl ryfnp laQm.r 
domain, the l-Hnmain and thfr g pli r.ed rinmain 

48. (Thrice Amended) Amethod of nsin^ hinHing entity having thg 
Capability of bindin g specifically to an in tftn rin subunit a10 in vitm com p rising using 
an amino add sentience shown in sfh i n no- ? or sfo in no- a nr a n j ntpprin 
fa eterodimgr comprising said subunit nm a nd a suhnnit or to homolog y or 
frag ment thereof havinfl ftSSBntiallV the same hiolngiral a c tivity, as markers ortarg gf 
molecules of cells or tissues pxpress i no sa i d in ten rin suhnnit nir> w herein fho rplic 
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o r t issue a re of animal inr li . diDObiimaiL^ [The method of claim 46], whereby 
said fragment is a peptide comprising the amino acid sequence SEQ id NO: 7. 

49. (Thrice Amended) A method of ..sino hin^ ^ hnvinn thr 
saaaMi^^ an lntenrin snh „ nit „ in !n ,. fm „ nmpriijDaijJ ^ 

an ammo aoirl ^ q nrnr r. shpwn in SFQ in Mn- o n rSFn in Mn- 4 nr nn intrgrjn 

aid su bunit a1Q and a «^ f>i. n it or to hrim^ ,,^ ^ r 
fragment thereof h a ving o ^ n tin l l y the samn hi oloniral art ivi tv . aa ^ ~ t nrgrt 
m acules of rp | |t . 0^ ^ ^ ^^;^ said Intenrin .„ hltn|t o10 w ^ rpin ^ ^ 

arJ issuas are of anim a l includ i ng h uman orig in [The method of claim 46], [were] 
wheieln said fragment comprises the amino acid sequence from about amino acid 
no. 952 to about amino acid no. 986 of SEQ ID NO: 2. 

50. (Thrice Amended) A method of i isinn hinriin n onti» 0 c h^,^ f hp 
capability of hinrling p porifjrn jlytog n intenr i n snh unitnm /„ .Hm ^ rf .^ .- jnj 
an ammo aoirl sequence shown in fiF Q ID NO- -> o r sf q in Kin- n r n n l ntrgr[n 
heteiDte comprising q airi suhnnif mn nnd a suhnnit nrtn h ^ yri nr 



molecules of c^lls 0r tul i ps pypr^inn infenrin .uhnnit n m Th n rr| h 

or tissues are of animal inrlnding hiimnn or i gin [The method of claim 46], whereby 
said fragment comprises the amino acid sequence from about amino acid no. 140 to 
about amino acid No. 337 of SEQ ID NO: 2. 

52. (Four Times Amended) The method of claim 46, comprising detecting 
the presence of an integrin subunit a1 0 comprising the amino acid sequence shown 
m SEQ ID NO: 2 or SEQ ID NO: 4 or of an integrin heterodimer comprising said 
subunrt a10 and a subunit B, or of homologues or fragments] thereof having 
essentially the same biological activity; 

doma i n the Irinmain and f h« s pii ^ ^ m f1 in 
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54. (Thrice Amended) A method for detecting the presence of a integrin 
subunit cr10, or of a homologue or fragment of said integrin subunit having 
essentially the same biological activity, on cells, comprising using a polynucleotide 
or oligonucleotide chosen from the group comprising a polynucleotide or 
oligonucleotide shown in SEQ ID NO: 2 as a marker under hybridisation conditions 
wherein said polynucleotide or oligonucleotide fails to hybridise to a DNA or RNA 
encoding an integrin subunit a1; 

Wherein thft franment is selected from the q m U p consisting of the nyin pl^mir 
domain, the l-domain and the splicer! dnmaj n, 

56. (Twice Amended) [The method of claim 54] A method for Hurting \^ 
presence of a integrin snhunit a10. nmfa homologue nr fragment of said integ rin 
subunit having essentially the same hinlnr/ir^l activity , nn 0fi || s , mmprisino ■ , B j no a 

PQlynUC l fiOtilft OrolinPnilCleotide Chosen from the n rot.p rnmprigin fl p| p olynucleotide 
Qr .. OliqonUClf?Otide Shown in RPO in NQ - ? fta a mar k^ r under hybridisation , 
C Qnditions wherein said polynucleotide nr niionn. .ri ptide fails to hyhririic^t o n I7NA 
Or RNA encoding an intearin snhunit n-\ whereby said fragment is a peptide 
[chosen] selected from the group [comprising] consisting of peptides of the 
cytoplasmic domain, the l-domain and the spliced domain. 

57. (Thrice Amended) [The method of claim 541 A method for detecting 
the presence of a intearin suhnn .i t nl n . or of n hom olo gue or fragment of said, 
i ntegrin SUhUn i t havinn ftSSentiallv the same hinlnr jiral activity , nn cell* rAr^p rjff j ng 
iiS ing a PQlynUCleQtirle OrolinOniirlentidP chosen from t he flroup com prising g 

p o l ynucleotide or o l innnndentide shnwn in sen in n o ? as a marker und^r 
hybridisation conditions wherein pajd . polynucleotide or oligonucleotide faik to 
hy bridise , tp a QNA or RNA encoding an in t earin subunit n1 r whereby said fragment 
peptide comprising the amino acid sequence SEQ ID NO: 7. 
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58. (Thrice Amended) [The method of claim 54] A methnri for H^ j ng 
the presence of a intenrin snh.mit nin. nmf a h o mr>ir>n llft nr fra^pf rf teg 
i ntegr i n suhunlt h a v i ng nssentiRl l v the sRmp h i n l o pi^i activity nr, rpiic r^mp^ n g 
using a polynucleotide or oli gonuc l eot i de c hn^.n fmm th fi nrr>n P m mp riC i 1fl n 

polynuc l eotide Or oliooni identic shown , j p SFQ in N(V ? as a marker unHoj 

hy br i d i sation conditions wherein said nnlynudgnHria nr n i i 0 nnud R ntin> t n 
hybridise to a r)NA or RNA enr-nriinn an m \ n n n subunit n1 , whereby said fragment 
comprises the amino acid sequence from about amino acid No. 952 to about amino 
acid no. 986 of SEQ. I D NO: 2. 

59. (Twice Amended) {The method of claim 541 A methnri fnr Hunt ing. th ft 
B gsence of a jntegrin suhimit a10. or nf a h n molocmft nr fragment nf said j n>n Hn 
subunit having essentially the sa me hin l nn i ca l activity on rails min ing MSinq n 
po l ynudeotirie or ol i gonuc l eotide chosen fmm the. 0 m,. P c nmnrisinn a P ni y n, .H^tirlp 
o r oligon u cleotide shown in sfo in Mr>- o H ff a marten inn> r hyhrinisatinn 
c onditions wherein said polynucleotide nr oiinnn. .n^t i ne fails to hybridise to a n\i^ 
or RNA encoding an inteorin suhnnit ni whereby said fragment comprises the 
amino acid sequence from about amino acid No. 140 to about amino acid No. 337 of 
SEQ ID NO: 1. 



73. (Amended) A pharmaceutical composition comprising as an active 
ingredient a pharmaceutical agent or an antibody which is capable of using an 
integrin heterodimer comprising a subunit a10 and a subunit b, or the subunit a10 
thereof, or a homologue of fragment of said integrin or subunit a10 having 
essentially the same biological activity, as a target molecule; 

where i n tho fmqmfint is snorted from the group consisting of th e cytoplasm^ 
do main, the l-domain and th* spii^H n- o ma i n 

76. (Amended) A vaccine comprising as an active ingredient an integrin 
heterodimer comprising a subunit a10 and a subunit b, or the subunit a10 thereof, or 
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a homologue or fragment of said integrin or subunit a10, or DNA or RNA coding for 
said integrin subunit a10; 

wherein ftm fragment i s selected frnm th* fl ^.. P ™n n j fit infl rtf th r mnp hn m i r 
domain, the l-domain , an d thp sn liryri d omain 



78. (Thrice Amended) A method of using binding entities having the 
capability of binding specifically to an integrin subunit a10 in vitro comprising binding 
the amino acid sequence shown in SEQ ID NO: 2 or SEQ ID NO: 4, or an integrin 
heterodimer comprising said subunit a10 and a subunit 3 or to homologues or 
fragments] thereof having essentially the same biological activity, for promoting 
adhesion of chondrocytes and/or osteoblasts to surfaces of implants to stimulate 
osseointegration; 

wJi erein the fragment is Sfil ftpTfvl from the nronn consisting of th* ry to n i ggrn j c 
domain, the l-rlnmain anri th* cp|j n f >H rlo m ain 

79. (Twice Amended) A method of detecting the presence of integrin 
binding entities in vitro, comprising interacting an integrin heterodimer comprising a 
subunit a10 and a subunit 0, or the subunit a10 thereof, or a homologue or fragment 
of said integrin or subunit having essentially the same biological activity, with a 
sample, thereby causing said integrin, subunit a1 0, or homologue or fragment 
thereof, to modulate the binding to its natural ligand or other proteins present in said 
sample; 

Where i n thft fragment is Selected frnm t h e proup consisting nf the cyto plasmic 
domain, the l-rinmain a n d thfi splir er J d omain 

80. (Twice Amended) A method of studying consequences of the 
interaction of a human heterodimer integrin in vitro, comprising interacting a subunit 
a10 and a subunit p, or the subunit a10 thereof, or a homologue or fragment of said 
integrin or subunit having essentially the same biological activity, with an integrin 
binding entity and thereby initiating a cellular reaction; 
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Md ierein the frnnment is selecter! frr>m th» group non s istinn nf thf. nytnpla R mi n 
domain, the l-domain and th* apiir grl domain 

82. (Twice Amended) A method of using DNA or RNA in vitro, comprising 
encoding an integrin subunit a10 or homologues or fragments] thereof as a target 
molecule; 

Wherein the fmnment is selected from th* grn u p consisting of the cvtnplasmir 
domain, the l-dnmain and tho spliced riomgj n 

84. (Twice Amended) A method of using a human heterodimer integrin in 
vitro, comprising using a subunit a10 and a subunit 0, or the subunit a10 thereof, or 
a homologue or fragment of said integrin or subunit, or a DNA or RNA encoding an 
integrin subunit ai 0 or homologues or fragments thereof, as a marker or target 
molecule during angiogenesis; 

Wherein thft fragment is selected frnm t h e group consisting nf thfi cytnplasmip 
domain, the l-rinmain and tha spHred Hnmain 

85. (Amended) A pharmaceutical composition comprising as an active 
ingredient a pharmaceutical agent of antibody which is capable of stimulating cell 
surface expression of an integrin heterodimer comprising a subunit a10 and a 
subunit p, or the subunit a1 0 thereof, or a homologue or fragment of said integrin or 
subunit oiO having essentially the same biological activity; 

Wherein the fra gment is selected frnm the group consisting nf th R nytnplasmir 
domain, thp l-Hnmai n and thg spliraH rlnmain 

86. (Thrice Amended) A method of using a collagen binding integrin 
subunit a10 comprising using the amino acid sequence shown in SEQ ID NO; 2 or 
SEQ ID NO; 4, or an integrin heterodimer comprising said subunit a10 and a subunit 
p, or a homologue or fragment of said integrin or subunit having essentially the 

same biologically activity, as a marker or target molecule of cells or tissues 
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expressing said integrin subunit a10. which cells or tissues are of animal including 
human origin; 

wheffiipjha iraamerit is ***** ^ th p g m „ p r nrn h ti n n nf thp 
domain the i-domain * nf \ m f 1 p[I r n1 f|n mn| n 

88. (Thrice Amended) A method of IW in fl » mii^n hinfjin;i infrgrin 
subunit q1Q comprising using the amino sequent shown in SFH in N n- ? n , 
3 EQ ID NQ; 4. or an int flq rin hgter odimer co mprising said a, .bunit m n g n H « s' »k, m j f 
P. or a homQlpque or fragment of>aid intaorin or SMhnn f h av in T1 essfintia „ v tho 
sa me hinfogioRl i y ac ti vity rtf i n mnrir Br or t^ t mnio. ,i P nf rfl | h rr ti ,., , nn 
expressing sair ) jntegrin snhunit mo. whi.h . ^ >UM am nf inrMjr , n 
human origin The method of claim 86], whereby said fragment is a peptide 
comprising the amino acid sequence SEQ ID NO: 7. 

89. (Thrice Amended) A method of nsrno a mito^on h.nHi^ intpjr } n 
subunit ffip oomprfotn q using t h e amino acid seouenra sh^ . n sen in N n. ? „ r 
SEQ |D NO' 4 or an int e gnp hetsrodimer romnrising **i<i s „^, ^ a10 anri a a , |h „ nit 

3. or a homnloqge 0r fra g ment of M iri jntpnrin or snhunit ha y ing essentially t pP 
samft biologically activity ?w n marker or target mni^, ,u r,f ^ t ; nm rn 
expressing said integrin SJih.mit mo. whioh «>ihn r ti ssues am of animal ^ ,,^3 
biimaruirigiii rjhe method of claim 86], whereby said fragment comprises the amino 
acid sequence from about amino acid no. 952 to about amino acid no. 986 of SEQ 
ID NO: 2. 

90. (Thrice Amended) A method of using » milag e binding int^r j p 
a ubunft olQ comprising USinn the amino ar^ s equence shown j n SEQ in NO- ? „r 
§EQ |p NO- 4 gran infpgrip heferpdimer comprising said s„h„nitni Q an d a m ,h,mi» 
B . Or a horpol o gue Qr fragment of said intenrin nr c ub unit having ft gc*nfi»l| v t> 

sam e biQlogirally art i vtty as r marfrr or tnrnot molecule of r.eik nr ^ ^ 

^Bl^ jng said int e grjn s u b|.ni t gin, whigh cel l s pr ti s s ues ^ o f animal inHi.Hi^ 
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hmm^im [The method of claim 86], whereby said fragment comprises the amino 
acid sequence from about amino acid no. 140 to about amino acid no. 337 of SEQ 
ID NO: 2. 

99. (Thrice Amended) A method of using binding entities having the 
capability of binding specifically to an integrin subunit a10 comprising using the 
amino acid sequence shown in SEQ ID NO: 2 or SEQ ID NO: 4, or an integrin 
heterodimer comprising said subunit a10 and a subunit 3. or to homologues or 
fragments thereof having essentially the same activity, as markers or target 
molecules of cells or tissues expressing said integrin subunit a1 0, which cells or 
tissues are of animal including human origin; 

whemin the franmont is splertPri from th» ff m. T ™^ Mna of thA ry t ^ mr 
domain the l-domain and th R s pli ^ rtom n m 

101.. (Thrice Amended) A method nf hindin^ Dn m^ hnvjnp thp 
capability of binding specifically to „n infmm ^^mpri^ |IQ ,^ ^ 
a mino add n mimncp shown tn ^fo in ^ ? n r S FQ mlin- a nT m , ntfgrin 

heterodimer Q O mprising Said , SU M g1Q and a sn bunit p. nr tn hn^ing^. ^ r 

fmgmftnfhl thpreof having P^nntmiiv +h* ^ marl ^ pr Tnrjpf 

m olecules of nPlh or tissue proline said int^ p c. jbun}t nin whi o h ^ „ r 
tissue arp of Animal inolnrl i nn hnm n n origin IThe method of claim 99], whereby said 
fragment is a peptide comprising the amino acid sequence SEQ ID No. 7. 

102. (Thrice Amended) A mgthnH nf,,^ m hinfi j nT1 fnT| tifts havir>0 t hp 
Capability of hinrtinq SPftPifiOallv to an intanrin g ,, h ,. n it am mmp ri sinf1 ,, e|rn V 
a mino arid ^g. iPnoa shown in SFO in Nr> 0 n, ff F 0 l p no . A nr gn |n fpgrfn 
heterodimpr comprising said s,,h,.nit aio and » ...h.mit p or tQ nomnlnT , oe ^ 
lia omflnfffH thprpof having pwnfiallv the sam* amuity afi mnr kf m nr fn rQrt 

tis sues am of anim a l i nclu d ing human or i g in rjhe method of claim 99], whereby said 
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fragment comprises the amino acid sequence from about amino acid no. 952 to 
about amino acid no. 986 of SEQ ID NO: 2. 

103. (Thrice Amended) A method nf .,«.nn hiding tn f 

^ability pf binding Wifimllv to an int^rin ^ n it «10 romp ri^ thr 

amino ROtrt spgi i finrp shown in firn in mq- ? nr RFn in mh. 4 „ nn jntr[)rin 
hetgrodimer comprising ^id ^ihu nit mo and a sn bunit r nr to hn^ hT ,^ „ r 
fia qm^nt ffi l thereof havinn f^nntiaiiy th» cg n. Q ^ ivity as mark ^ pr tw 
molecule of cplls or tiss u e *Y^ ma said intftnrin gllh „ n i t g1Q whjrh ^ nr 
ti ssues am nf a nim a l i nrlurling hum n n origin Uhe method of claim 99], whereby said 
fragment comprises the amino acid sequence from about amino acid no. 140 to 
about amino acid No. 337 of SEQ ID NO: 2. 

1 05. (Four Times Amended) The method of claim 99, further comprising 
detecting the presence of an integrin subunit a10 comprising the amino acid 
sequence shown in SEQ ID NO: 2 or SEQ ID NO: 4, or of an integrin heterodimer 
comprising said subunit a1 0 and a subunit p, or of homologues or fragment^] 
thereof having essentially the same biologically activity; 

wherein th* franmrnt i s seised from the nronn cons i s ting nf th» ^^1^^ 
domain, the, i-dnmain an d thw spij cpd rinmnin 

1 07. (Thrice Amended) A method of detecting the presence of an integrin 
subunit 01 0, or of a homologue or fragment of said integrin subunit having 
essentially the same activity, on cells, using a polynucleotide or oligonucleotide 
chosen from the group comprising a polynucleotide or oligonucleotide shown in SEQ 
ID NO: 2 as a marker under hybridisation conditions wherein said polynucleotide or 
oligonucleotide fails to hybridise to a DNA or RNA encoding an integrin subunit a1; 

wherein the fragment i« ? nftlftntml from the nmun r^n^tin n n f th* rytnp i a c mir 
domain, the 1-riomain a nd the snlireri rtnmair, 
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110. (Thrice Amended) A methori of d^tm^, th^ pr qse nr.g of ^ jnfrqrin 
Subunft qlO, Qr pf g homolonue or fragment * f said inteorin suhunit having 
essentially the same aptiyity , on Cflll s , iisi n n a nn lvnndUntiriP nmii^n ^ip^p 
chosen from the group mmprisinn a noiynndRhtidg o r^iignnuoiPntin-Q R hnwn m 

ID NO; ? as a mark e r under hvhririisatinn ronHmong ^Win ^ p n i v nijrl< , nti H P or 
Ol i gonucleotide fails to hyhnri icp to a DNA or f^N A encod i n g an inteorin .,.h,. n H „ 1 
[The method of claim 107], whereby said fragment is Jpeptide comprising the amino 
acid sequenca SEQ ID NO: 7. j j 

i ! , 

111. (Thnce Amended) Ajnethori of rifttertinnltha prp ppnnp nf fln j nMn 
gufrunrt q1Q , pr pf a homolnni ie or fragmpgt of s aid intfjorin siihnnit fr ying 
essentially the sam . fi aotMy on cells i ising a p^iy n, ,H<Udp or n | ^ n , tnfftTl f ^ 
chosen from the group comprising a . po l ynuc leot i de or jli aonudRotidP s hn^ in < ; FO 
I D NO; ? as a marker under hybridisation conditio w ^ in n ^i V n, „^ nt irie nt 

Oligonucleotide fail? tO hybridise to a D NA o r RNA ending „ n inteorin siihiinf „1 

[The method of claim 107], whereby said fragment comprises the amino acid 
sequence from about amino acid No. 952 to about amino acid no. 986 of SEQ ID 
No. 2. i 1 



112. (Thrice Amended) A method of darting 



submit 01 0 or of a homo loaue or fragment of sla j d . 
essentially th e same act ivity, r> n r p|| ffi n R j ng ^ 



.the presence of an iritftgrin 



inteorin subunit having 



chosen from the oronn comprising H r K>iynii rlftfitin> nr. 



DQlvntirtfihtidc? or nii n o n[l(T | PO tif|ff 



ID NQ; ? as a marker nnri^r hyhrig j ff 3 tinn ronriitin n R W h ft r f? 



nlinnnurJpotiriP ^hown in FtFQ 
in said pn|y n iir;|fff7tidfi HI 



oligonucleotide fails fn J lYbridise t Q a DN A o r RN A encoding »n inteorin snh.mit pi 



[The method of claim 107], whereby said fragment 
sequence from about amino acid No. 140 to about amino 
NO: 2 



comprises the amino acid 

acid No. 337 of SEQ ID 
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using binding entities having the 
subunit a10 comprising using the 
ID No. 4, or an integrin 



or SEQ 



127. (Thrice Amended) A method of 
capability of binding specifically to an integrin 
amino acid sequence shown in SEQ ID No. 2 

heterodimer comprising said subunit a10 and „ W1 w llwlllulugues or 

fragments thereof having essentially the same biological activity, for promoting 
adhes,on of chondrocytes, and/or osteoblasts (o surfaces of implants to stimulate 
osseointeg ration; 

wJterein the fmnmpnt i» from thp om „J 



a subunit 0, or to homologues or 



domain, thft l-riomnin and t h e spiir^ ^ m]n 

1 28. (Twice Amended) A method of using an 
target for anti-adhesive drugs or molecules in tendon, 
other tissues, comprising using an integrin subunit do . 
subunit aio and a subunit p, or the subunit a10 thereof, 
of said integrin or subunit a10 having essentially the 
target for anti-adhesive drugs or molecules in tendon, 
other tissues where adhesion impairs the function of thj 
wherein the fragment is sai*^ f mm th l g r ™ , p 



consisti nn nf the rytn p|ns m j r 



d omain, the l-dnm»jp anri thb R p|j C ed rinm^ 



integrin heterodimer as a 
ligament, skeletal muscle, or 
and a subunit p, or the 
or a homologue or fragment 
le biological activity, as a 
ligament, skeletal muscle, or 
tissue; 

ionsistino nf thg rytopinnmlr 



129. (r wice Amended) A method of stimulating 
formation of cartilage or bone, comprising administering 
amount of a pharmaceutical agent or an antibody which 
integrin heterodimer comprising a subunit a10 and a 
thereof, or a homologue or fragment of said integrin or 
essentially the same biological activity, as a target 
wherein trm franment is seter*^ f mm thr group 



molecule: 



domain, the l-rlnmai n nnd the s piir*»n rin mR j n 



, inhibiting, or blocking the 
to a subject a suitable 
is capable of using an 
it p, or the subunit a10 
a10 having 



subunit 



subunit i 



consisting of thp ^npia^mfr; 
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1 30. (Twice Amended) A method of 
tendon/ligaments and the surrounding tissue after infection 
surgical intervention where adhesion impairs the funcjion 
administering to a subject a suitable amount df a ph 
antibody which is capable of using an integrin 
and a subunit p. or the subunit aiO thereof, or 
integrin or subunit a10 having essentially the same 
molecule; 

wherein the franmpnt ,v fr 0m ^ r mup 



heterod 
a homo 



domain thft i-dnmain an n th r np| irnr | r 1 n m||j|| 

131. (Twice Amended) A method of s 
synthesis and repair by activation or blockage * 
using a subunit a10 and a subunit J3 or of the 
or fragment of said integrin, or subunit c.10 hs 
activity; 

wherein thff franmpnt k «»i^tpri frr . m t 
d omain, ttm Mnm^ n ^ nrf fh te spnnpH rtn mjtin 



preventing adhesion between 

, inflammation, and after 
of the tissue, comprising 
larmaceutical agent or an 
I mer comprising a subunit a10 
ogue or fragment of said 
bidlogical activity, as a target 



consisting nf th* ^ytnpfnfTmir 



imulatin; extracellular matrix 
ah integrin heterodimer comprising 
0 thereof or of a homologue 
essentially the same biological 

flTQUD consisting nf r ytn p i as m j r 



132. (Twice Amended) A DNA encoding an .... 
homologues or fragment] thereof as a target rrjolecule 

wherein thft frnnment it ™\»t4#H th* 0 m,, r 
domain fhP l-rloma in and t ha a pi.-^ dnmnin 



133. (Twice Amended) The method according J> claim 132, whereby a 



integrin subunit a10 or 



s onsisfinp of th* gvto p |fl fi m if; 



polynucleotide or oligonucleotide hybridises to the DNA br RNA encoding an integrin 
subumt a1 0 or homologues or fragments thereof and whLby said polynucleotide or 
ohgonucleotide fails to hybridise to a DNA or RNA encoding en integrin subunit a1 ■ 

M **** * th ° fm amp nt h i^ Jh^mu^m^mo of th* ^ np ,^ 

domain , the l-rioma i n and thP « P nn»H f\ m n \ n ■ 



Received from < 703+836+2021 > at 7/14/03 4:51 :00 PM [Eastern Daylight Time] 



FROM BDSM 703 836 2021 



(MON) 7. 14' 03 17:26 17:08/NO. 4260034592 P 50 



Application No. Q9/fi47 .^4 
Attorney's Docket No. O033nn.fi ftfi 

Page 20 



using a 
0, or 



1 34. (Twice Amended) A method of 
comprising using a subunit a10 and a subunif 
homologue or fragment of said integrin or .__ 
biological activity, or a DNA or RNA encoding 
or fragments thereof, as a 'marker or target 

wherein thn franmpht « ft m 
do main, the l-dnm«in anf) thr > apu^ ^ mnjrj 

135. (Amended) An RNA encoding aip integrirfi 
or fragments thereof as a target molecule. 

wrmroin thft fmnmniit h hp tartan fr^ rt|P orT1|p 



th<i 



suhunit having 



an integrin 



molecule 



luman heterodimer integrin 
subunit a10 thereof, or a 
essentially the same 
subunit a10 or homologues 
qurihg angiogenesis; 
consistinn ofthp ^y io n f R ^ m ir 



d omain thp l-ciomain F i nn thp sn li r ed Hr>m a i n 

1 36. (Amended) A method of using DNA 6r 
subunit alO or homologues^ fragments] thereof as 
choosing cells expressing the integrin subunit al 
fragments thereof encoded by the DNA or RNA 



presence of the DNA' or RNA in the cells 



wherein t h p fragment; i i aelac ted fam tti g m| , p 
d omain, tfm l-dnmain ^ th f , Tlir „ H ^ mfl h 1 



subunit a10 or homologues 



consistin g of thp cvfnpia Rm j n 



RNA 



target 



M encoding an integrin , 
molecules comprising: 
0 or homologues or 
assaying for the 



and 



fonsistinn of th* rytQpi^rnjn 
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